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Corrigendum
Structure of the Roc–COR domain tandem
of C. tepidum, a prokaryotic homologue
of the human LRRK2 Parkinson kinase
Katja Gotthardt, Michael Weyand, Arjan Kortholt, Peter JM Van Haastert
and Alfred Wittinghofer
The EMBO Journal (2008) 27, 2352. doi:10.1038/emboj.2008.167
Correction to: The EMBO Journal (2008) 27, 2239–2249. doi:10.1038/emboj.2008.150
Since the publication of the above paper, the authors have noticed errors in the Protein Data Bank accession codes in the final
paragraph of the Crystallography section on page 10 of their published paper. The correct paragraph is reproduced below.
Atomic coordinates and structural factors have been deposited within the Research Collaboratory for Structural Bioinformatics
(RCSB) Protein Data Bank (PDB) under the accession code 3DPT (COR) and 3DPU (Roc–COR).
The authors apologize for any inconvenience caused.
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